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1. INTRODUCTION

IN investigations on breeding programmes the chief aim is to study
the possibility of improving the performance of the stock in respect
of a given character and the alternative methods by means of which
this can be achieved. The main tool the breeder has in his control is
selection. “Causing or permitting some kinds of individuals to produce
more offspring than other kinds do is selection™ (Lush, Animal Breeding
Plans). The primary effect of selection is to change the gene frequency
and the frequency of gametes carrying certain gene combinations and
its outward effect is to move the average of the population far from
the original position. Even though genes are the unmits of inheritance,
the animal is the smallest unit of selection. Selection may be resorted
to between still larger units such as families, inbred line, breeds, etc,

In animal populations we generally encounter such as poultry,
sheep, etc., the family classification is usually a hierarchal one, viz.,
each sire is mated to a number of dams and each dam produces one
or more offspring. In such a classification the procedures of selection
may be any of the following:—

'(a) Selecting an individual on the basis of its own performance.

(b) Selecting a group of individuals that constitute a full-sib family,
on the basis of the average performance of such a family.
Here half-sib family classification is disregarded.

(c) Selecting a group of individuals constituting a paternal half-
sib family (sire family) on the basis of the average perform-
ance of such a family. Here each family consists of a nuxture
of full-sibs and half-sibs.

(d) Selecting an individual on the basis of an index with appropriate
weights attached to its own performance and the average
performance of the full-sib family to which it belongs.

(e) Selecting an individual on the basis of an index with suitable

L weights attached to its own . performance, the average
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performances of the full-sib family and sire family to which
it belongs.

Procedures (b) and (d) were discussed by Lerner (1950) and (c)
and (e) by Osborne (1957). Lush (1947) discussed the relative merits
of individual selection and family selection for traits of incomplete
heritability. These authors have obtained the expressions for efficiency
of the different selection procedures for the case of equal numbers of
dams being mated to each sire and each dam producing equal number
of offspring. But in actual practice such a condition is rarely satisfied.
In this study the expressions for efficiency when unequal numbers are
involved and when dominance is taken into consideration are obtained.
A practical example is provided as an illustration.

2; NOTATION AND DEFINITIONS

We assume that the phenotypic differences among individuals are
due to joint and independent effects of additive differences in genotype,
the non-additive genotypic effect of dominance and environment. It is
assumed that the interaction among non-allelic genes is negligible and
the heredity-environment interaction is absent. If ¢,2 denotes the
phenotypic variance then '

0',,2 =02 + of + o

where o2, 0,2 and o2 are respectively the additive genetic, dominance
and environmental components of variance. The proportion of additive
genetic part to the.total variance, viz., o2fo,? is denoted by A% and is
termed as the coefficient of heritability. Heritability can be defined
on a family basis as well. Let this be denoted by Az2.

Let Gs denote the average genotypic value of the selected lot and

G the average of the whole lot. Then the genetic advance is Gs — G).
The estimate of this genetic advance is given by the following relation-
ship, assuming that the phenotype and the genotype are linearly related :

Est (Gs — ) = Beu (s - D

where Bg; is the regression of the genotype on phenotype, and I and

I the average phenotypic values of the selected lot and whole population
respectively. These phenotypic values may be individual performances
or the family performances or the indices of selection. The genetic
" advance may also be denoted as ifg;o; where i is the intensity of
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selection in terms of the standard deviation units and o; the phenotypic
standard deviation. The regression coefficient reduces to the coefficient
of heritability when the index is the individual phenotypic value or the
average performance of the family as the case may be.:

The relative efficiency of alternative procedures of selection may be
estimated by comparing the values of expected genetic advance accruing
from adopting each one of them for the same intensity of selection.
Accordingly, ‘the -efficiency of family selection relative to individual
selection reduces to

he®  or

R e,

3. ESTIMATION OF VARIANCE COMPONENTS

In a population under consideration let there be s-sires, the i-th
sire being mated to m; dams and the j-th dam mated to the i-th sire
giving rise to n; offspring.

Let

g’in”:Nﬁ, ZN,=N and Z’ mi—_—-M.
i=1 j=1

i=1

Let y;; denote the phenotypic value of the character under study,
observed on the k-th progeny obtained by mating the j-th dam to the
i-th sire. Then we may express, o

Vg = b+ 8+ dy + e

where,
'~ u = effect common to all individuals
i = ,, to progeny of the i-th sire
d; = ,»  toprogeny of the j-th dam and i-th sire

e, = a random deviation.
Let these effects be independent and
E(s) =0; E(s#) =02
Ed)=0; E@P =0, and E(ez) =0; E(ep) =02

where E denotes: expectation,
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Let
- Yije:
Yig. = —
! Ry
k=1
' _ my ngy
§ = MisYes, __ Z Z Yijic
i Ni Ni
j=1 k=1
and
8 _ 8 my nij
[ Nq'y(..=ZZZM.
e N N .
i=1 i=1 j=1 k=1

Then the variation between the N individuals can be partitioned
into components as given in the following table (Sastry, 1956).

Analysis of variance table

Source of Degrees of Sum of M.S. E (M.S.)
variation freedom squares
Between sires s—1 2N (7.~ ) A4 o +20,2+ Ag0
AR

Between dams Y (m—1) S 3 g (Gy—9) B o+ho,?
within sires ¢ i

Withindams X Y (m;—1) X X X (yip—Fy)? C o°
within sires ¢ 4 LI

TOTAL N—1 222 On—3.r

where,
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and

1 N2
A3=S_1{N—Z T\f}'
4

From the analysis of variance given above the estimates of o 2
o2 and o2 could be obtained by noting the following relations:—

2 1 2
05" = 70,
2 1,2
am_%o'n +4o'|l
2 1 2 3 2 2
0" = 704 +7F°'d +°’e

4. INDIVIDUAL SELECTION

The expectation of the mean square between the N individuals
estimates the phenotypic variation o2,  among them and is given by

“EIZZZwyP

e (6= D) 0+ Ao o Do) + (M — o)

X (0 + Aoy + (N — M)
= ¢® + A;0,2 + A,0.2

= %(24— 4, + Ay) o2 + 71{(3 + A1)0d2+ o2
where, '

and

1 N2
Af=Nt?i{Nf‘Z:.N}-

The additive genetic variance is % (2 —{—A A; + A4y) o2 and tHe heritability
on an individual basis is

hz_%(z'f‘Al‘i“Az)Uaz
2=

2
0.171

and the gain from individual selection is ik,%c,,.
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5. FuLL-SiB FAMILY SELECTION

The mean square between unrelated full-sib families estimate.

1 - oo
0‘“2 = EM—'—I Z Z (yij. - y)2 X
i H

= By o? + Byo,? + By

= Ilf (231 + By + Ba) o2 4 % (3B1 + B,) ol + Bio,?

where
1 1 M
B = L Z Z 1 _M
1 -— { Ry N}
i i
1 M
By= {(M— 2) + 20 Z Zn,’z
i i
2 v N—N,
TN ¥, ”"’2}
i ’ 5
and

The additive genetic component of variance is 4 (2B, + B, 4 By) s,
and the heritability on full-sib family basis is

h2=?1f(2Bl+ B, + Ba)aaz‘
2 O'pz‘z

The gain by selection on the basis of the average performance of
the full-sib family is ihy%,,. The efficiency of full-sib family selection
relative to individual selection is

hi’e,, — 2B, + B, + B, . %
hlzaﬁl 2 + .41 + A2 Up’ )
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6. SIRE FAMILY SELECTION

The mean square between sire families has expectation

P, — 5

= Cy0? + Cyo,2 + Cya2
=:QC+ Co+ C)ol + %(3C1+ Cz)“a + Cio?

1 1 s
G=5=7 (Z m‘ﬁ)
SRS PN
1 NZ ij N N, Ny

i . E -1 Il
+]%2ZZ"1‘12}'

.

where,

and

cs=s11{“‘2>+%zZN‘2}'

The additive genetic variance is %} (2C; + C2 + C3)cr 2 and the
hentablhty is

%: (2C1 + G + Ca) .0a24 )

—
Ops

C 2 —
hy? =

The gain by selection on the bas1s of sire family selectlon is zh3 o,
and the efficiency- relative to individual selection is

ho,, _2C1+ Co+ Cy o,
ho, 24 A, + 4, o

B3

7. SELECTION INDEX

Next we proceed to obtain an index of selection for an individual
taking into account its own performance, the average performance of
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the full-sib family to which it belongs and that of the corresponding
sire family. Our object is to construct an index I;; given by

Ly = Wy Vi -+ Wo'Vii. + Wi'ds,

where y;u, 7. and ;. are the values of the performance of the k-th
individual, the (i, j)-th full-sib family and the i-th sire family to which
the k-th individual belongs and W', W, and WJj' are respectively the
appropriate weights to be attached to them. Without loss of generality
this can be -written as '

L= Wi — ¥i) + We Gy — 31.) + W30 — 3.)
where 7. is the population mean.

Let G,; denote the genotypic value of the k-th individual we are
considering. The deviation of the same from the population value

Gy, — G.) say, M, can be written as
M ik = (Giik - a) = (Gim - —H.) + (G-u. - G_1)

+ G..—G.)

The purpose of selection is to make the genetic advance maximum,
viz., iBgo; maximum.

The value of the regression coefficient is

ﬁGII

_ Cov M ipy Liz)

2
Orisk

_ W1 Covi{(Gu=Gis), BasnFugJ}+ Wo Covi(Gyy =Gy, (Pis P s b+ Wy Cov{Gi.=G..)y (Pe=P . )

WiV a3+ WotV (371, 0+ WaV (71.-7..)
Noting that the regression of genotype on phenotype provides
an estimate of heritability, the regression value Bg;; reduces to

?
Wihy'® 0, + Wshy %0y + Whs %5’
Wita,'? + Wyl + W20,

where £;%, hy'? and h,"* are what may be termed as effective heritabilities,
for individuals within full-sib families, between full-sib family averages
within sire families and between sire families respectively and oy%, 0,2
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and ;% the corresponding phenotypic varlances These are obtained
as follows:—

ot = —1 Z Z my—1 Z(yf'k s

2

= o

Yol + fof + ol
1
2

2
o Oq
hy o "
my
ot=k s—lZm IZO"
= [{1(r + K2cm

='1'(2K1+K2)0'2+%(3K1+K2)0’d2+K10'2
I(2K1+K2)‘7

h2/2 = 12
Ty
where .
1 Z 1 1 ’
Klﬁs;l{zmt~l nu Nc} o .
i=1 [
and :
1 8 1 . mg N
_ L o o my 2 '
K2_s—1|: mi—1 ) Z)JFNfZ”w}]_;
. i=1 o j=1 ® S B

, (N w R
032=Es_———~1 Z(yi.._y »
i=1

= C;0? 4 Cyo,.2 + Cyo,2
31QC + G+ G

72
O3

h3’2 =
where Cy, C; and ‘C, are as defined in Section 6.

The weights are to be so chosen that. B¢,z0; (= K, say)

_ Wihy'%0y% + Wohy'%03® + Wah:;/z“alzt ;
\/ Wyley ' + Wl + Wilay'
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is maximum. Differentiatinig with respect-to W,, W, and W; equating
AK[dW,, dK[QW, and dK[dW, to zero respectively, we obtain

h'*. D iy hy'®* . D

T W, = K2 and W3 = %

W, =

where
.D = Wlhl’20.1’2 + thz,z + W3h3’2a3’2-

As we are interested in the propc;rtional weights only we can take
Wl = h2/2’ W2 - 112’2 and W3 = /13’2. )
Thus the index of optimum- selection is _
Ly, = /71’2:.(.}’1'_«'1; — Vi) + 12 Py —51) + s 0 —5.)
or
2 2 _ pr2
L = X, _{__hi_,zi - Xy H’i - Xy
TR I

where x;, x, and x, are the deviations of the individual phenotypic
value, full-sib family average and sire family average respectively from
the population mean. Let this index be called I..

On similar lines we obtain an index based on the individual per-
formance and the full-sib family performance to which it belongs.
Let this index be denoted by I, and is glven by

- n ny
I¢z=x1+}2—u’2i‘ ¢ Xg
h

where x1 and : x2 are the dev1at10ns of the 1nd1v1dua1 and full-sib famlly
average phenotypic performances from the population mean and
hy"® and h,"? are the effective heritabilities within full-sib families res-
pectively and these are given by

b= h'* and h"? = h,?
and the respective phenotypic variances are
0" =072 and ¢,"% =0,%
8. EFFICIENCY OF SELECTION BASED ON THE INDEX

The efficiency of selection based on the index I, relative to indi-
vidual selection, as we have already seen in Section 2, is

Bouop _Cov(G D 1 _ R o R

ke, oq o, B o, h

where R is the correlation between G and I
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This correlation R can also be viewed as the multiple eorrelation
coefficient between the genotype G' and the mutually 1ndependent parts—
(yuk y’u) (yu yl) and (yi _y ) : . - X

2"
R2_b'2 +b2'20_ —I—b3'20_2

a

where b/, by’ and b, are regression coefﬁ01ents of the genotype ovet
the three phenotypes and therefore

by = h® by =hy® and by = hy"

Then the efficiency of selection on the basis of the index 7, relatlve to
individual selection is . S

\/ (O N % i S Wi
h*e 2 h*e 2 R

Similarly for the index I, the efficiency is

(hlllz)z (h2112)2 ll

) 2 2 2'
7 E T TR S,

9. ILLUSTRATION

Data relating to the sheep breeding scheéeme conducted “at ‘the
Government Livestock Farm, Hissar, during 1936-47,. were- used -to
illustrate the applications of the procedures developed in the present
investigation. The birth-weights and wool-yields (first clip yield and
the total of first two clip yields) of the non-inbred females Were con-
sidered for the purpose of this study. The total number of ewes con-.
sidered was 510 and they came from 365 dams and 22 sires.

The estimates of additive genetic, dominance and the environ-
mental components of variance as obtained by the method given in
Section 3, for the different characters considered.are given in Table 1.

TABLE 1
Character &2 , &2 . 82
Birth Weight .. 0-1951 1-1315 — (0-3447)..
First Clip Yield .. 13-8206 12-9881 . 11-9486 -
Total of Fist two Clips 36-7207 36-1610 26-8289 -
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~ In Table II, the estimates of heritability for the individual per-
formance, the average performances of the full-sib family and the sire
family for different characters are given.

TaBLE 1I

Estimate of heritability of

‘Character -
. Individual  Full-sib family Sire family
- value average average
Birth Weight .. . 0-1452 0-1513 . 0-4208
First Clip Yield .. 0-3531 0-3703 0-7089
Total of First two Clips 0-3648 0-3815 0-7182

Let E,, E,, E; and E, denote the percentage efficiencies of full-sib
‘family selection, sire family selection, selection based on I, and I, res-
pectively relative to individual selection. These efficiencies are tabulated
in Table III for the different characters considered.

TasLe I
Character E, E, E, E,
Birth Weight.. - 97-9 - 95-7 - 100-1 119-0
First Clip Yield 98-2 798" 100-2 109-0
Total of First . '
two Clips .. 98-1 - 78-9 100-2 - 108-0

In Table IV, the indices of selection I; and I, for the traits considered
are given.

TABLE IV -
Character I _ _ I,
Birth Weigh’t .. X+ 0-46x, x; + 0-12x, - 2--95x3
First Clip Yield .. x; 4 0-53x, o Xy 4+ 0:25x, + 1:69 x;
Total of First two
Clips .. X3+ 0-50x, Xy 4+ 0-23x, 4 1-60x,
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10. DiscussioN

The expressions for efficiencies of family selection relatively to
individual selection given in Sections 5 and 6 can be seen to be functions
of the coefficient of variation for the character considered, heritability
of the character and the size of the families and their number. In
particular, when there is no dominance and ny; = n (viz., each dam
produces equal number of offspring), m; = m (viz., each sire is mated
to the same number of dams) and when s, the number of sires used is
large the expressions reduce to

n+1
V{2 4+ (n—1)h

in the case of full-sib family selection and

2+n(l+m
VAamn [4 4 {n (1 + m) — 2} 7]

for sire family selection. The former expression was obtained by
Lerner (1950) and the latter by Osborne (1957). The expressions obtained
by these authors have their own limitations as the assumptions involved
would seldom hold in practical situations.

The results obtained in the illustration indicate that selecting families
as a whole is not more efficient than individual selection in the case of
wool yield and birth weight in sheep for which the-estimates of heritability
are not so low as obtained for poultry characters (e.g., 0-045 for produc-
tion index) by Lerner and others where family- selection could be use-
fully practised as suggested by Lush. However, the results indicate
comparatively greater efficiency of sire family selection for birth weight
than for wool yield which is in consonance with the fact that birth weight
is less heritable than wool yield. In this connection it may be added
that the additive genetic variance constitutes a smaller fraction of the
total phenotypic variance for birth weight than wool yield. It is inte-
resting to note, however, that if heritability is defined in the broad sense
to include dominance variance, the value for birth weight is extremely
high whereas for wool yield the value on the basis of first clip is as high
as 0-69 and for the total of first two clips is 0-73.

- The results show that selecting an individual on the basis of its
own performance and the average performances of the full-sib family
and the sire family to which it belongs is more efficient than individual
selection showing an increase to the extent of 99 and 1994 respectively
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for wool yield and birth weight. Index based on the individual per-
formance -and thdt of the corresponding full-sib family performance
does not lead to increase in efficiency. - This may be partly ascribed to
small average size of the full-sib family (about 1-4 individuals per family).
This is also seen from Table 11, where no great difference between indi-
vidual heritability and full-sib family heritability is noticed.

The indices indicate that less importance need be given to full-sib
family averages and greater weights should be attached to the sire family
averages, about three times the individual performance in selecting
for birth weight and about two times in the case of wool yield.

11. SUMMARY

The expressions for thé efficiency of full-sib family and sire family
selection are obtained when unequal numbers of dams are mated to
each sire and each dam produces unequal number of offspring. Selection
indices are obtained when individual performance, - the average
performances of the full-sib and the paternal half-sib families to which the
individual belongs are taken into account. The results thus obtained
are illustrated by an example.
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